pogil protein structure and function

pogil protein structure and function represents a critical area of study
within molecular biology, focusing on the intricate relationship between the
three-dimensional conformation of proteins and their biological roles. This
concept is fundamental to understanding how proteins carry out diverse
functions ranging from enzymatic catalysis to cellular signaling. The study
of protein structure and function through Process Oriented Guided Inquiry
Learning (POGIL) methodologies enhances comprehension by engaging learners in
active exploration and critical thinking. This article delves into the core
principles of protein architecture, the significance of structural motifs,
and how these features correlate with protein functionality. Furthermore, it
explores the educational advantages of the POGIL approach in reinforcing
these concepts. An overview of protein folding, domains, and the impact of
mutations on function will be discussed, followed by practical examples that
illustrate these relationships. The content is designed to provide a
comprehensive understanding suitable for students, educators, and
professionals interested in biochemistry and molecular biology.

Understanding Protein Structure

Relationship Between Protein Structure and Function

POGIL Methodology in Teaching Protein Structure and Function

Applications and Examples of Protein Structure-Function Studies

Understanding Protein Structure

Proteins are complex macromolecules composed of amino acid chains that fold
into specific three-dimensional shapes. These structures determine the
protein’s stability and interaction capabilities, fundamentally influencing
their function within biological systems. Understanding protein structure
involves examining multiple hierarchical levels, each contributing unique
features to the overall conformation.

Primary Structure

The primary structure of a protein is its unique sequence of amino acids
linked by peptide bonds. This linear chain dictates all subsequent levels of
folding and ultimately the protein’s final shape. Variations in the amino
acid sequence can significantly affect protein function due to changes in
chemical properties and spatial arrangement.

Secondary Structure

Secondary structures arise from hydrogen bonding between the backbone atoms
in the polypeptide chain, leading to common motifs such as alpha-helices and
beta-sheets. These structures provide local stability and create frameworks
for further folding. Alpha-helices are coiled structures stabilized by intra-



chain hydrogen bonds, while beta-sheets consist of strands connected
laterally by hydrogen bonds, forming pleated sheets.

Tertiary Structure

The tertiary structure refers to the overall three-dimensional shape of a
single polypeptide chain, formed by interactions between side chains of amino
acids. These interactions include hydrophobic packing, ionic bonds, hydrogen
bonds, and disulfide bridges. The tertiary structure is critical for the
protein’s specific activity, determining how it interacts with other
molecules.

Quaternary Structure

Some proteins consist of multiple polypeptide chains or subunits, which
assemble into a functional complex known as the quaternary structure. The
arrangement of these subunits affects the protein’s stability and regulatory
mechanisms. Hemoglobin is a classic example, with its four subunits working
cooperatively to transport oxygen efficiently.

Relationship Between Protein Structure and
Function

The function of a protein is intrinsically linked to its structure; even
minor alterations can lead to significant changes in activity or specificity.
Proteins perform a wide range of biological functions including catalysis,
signaling, transport, and structural support, all dependent on their precise
conformation.

Active Sites and Enzyme Function

Enzymatic proteins contain active sites, specialized regions where substrates
bind and undergo chemical transformation. The shape and chemical environment
of the active site are finely tuned by the protein’s tertiary structure,
enabling substrate specificity and catalytic efficiency.

Structural Proteins

Proteins such as collagen and keratin provide mechanical support and strength
to cells and tissues. Their repetitive and fibrous structures confer
durability and resilience, illustrating how structure correlates directly
with function in maintaining cellular integrity.

Protein-Ligand Interactions

Many proteins function by binding to other molecules, or ligands, through
specific binding sites. The structural complementarity between the protein
and ligand ensures selective interaction, which is vital in processes such as
signal transduction and immune response.



Effects of Mutations on Protein Function

Genetic mutations can alter amino acid sequences, potentially disrupting
protein folding or function. Misfolded proteins may lose activity or gain
toxic properties, contributing to diseases such as cystic fibrosis or
Alzheimer’s. Understanding these effects highlights the importance of precise
protein structure for normal biological function.

POGIL Methodology in Teaching Protein Structure
and Function

Process Oriented Guided Inquiry Learning (POGIL) is an instructional strategy
that fosters active learning by engaging students in collaborative problem-
solving activities. Applying POGIL to protein structure and function enhances
comprehension by encouraging learners to analyze data, construct models, and
draw conclusions based on evidence.

Benefits of POGIL in Biochemistry Education

POGIL promotes deeper understanding by requiring students to verbalize and
apply concepts rather than passively receiving information. This method
improves retention of complex topics such as protein folding, domain
organization, and functional mechanisms.

Structure-Function Activities in POGIL

Typical POGIL activities for protein structure and function involve
interpreting molecular models, predicting the effects of mutations, and
exploring enzyme kinetics. These exercises develop critical thinking and
analytical skills essential for mastering biochemical principles.

Collaborative Learning Environment

POGIL encourages teamwork and communication, allowing students to learn from
peers and develop problem-solving strategies collectively. This collaborative
environment mirrors real-world scientific inquiry and research.

Applications and Examples of Protein Structure-
Function Studies

Research into protein structure and function has broad applications across
medicine, biotechnology, and pharmacology. Understanding these relationships
enables targeted drug design, diagnosis of diseases, and the engineering of
novel proteins with desired properties.

Drug Design and Therapeutics

Knowledge of protein active sites and binding pockets facilitates the



development of inhibitors or activators that modulate protein activity.
Structure-based drug design relies heavily on detailed structural data to
create effective and selective compounds.

Protein Engineering

Modifying protein structures through genetic engineering allows scientists to
enhance stability, alter specificity, or introduce new functions. These
engineered proteins have applications in industrial catalysis, environmental
remediation, and synthetic biology.

Case Studies

e Hemoglobin: Studies on hemoglobin structure reveal how allosteric
changes regulate oxygen binding and release.

e Enzymes like Lysozyme: Structural analysis explains the mechanism of
bacterial cell wall degradation.

e Prion Proteins: Misfolding of prion proteins demonstrates the
pathological consequences of structural changes.

Frequently Asked Questions

What is POGIL and how is it used to teach protein
structure and function?

POGIL (Process Oriented Guided Ingquiry Learning) is an active learning
strategy that engages students through guided inquiry and teamwork. In
teaching protein structure and function, POGIL activities help students
explore concepts such as amino acid properties, protein folding, and enzyme
activity by working through structured questions and models.

How does protein primary structure influence its
function?

The primary structure of a protein, which is its unique sequence of amino
acids, determines how the protein will fold into its three-dimensional shape.
This folding is crucial because the protein's shape directly affects its
function, including binding to other molecules and catalyzing reactions.

What are the four levels of protein structure
discussed in POGIL activities?

The four levels of protein structure are primary (amino acid sequence),
secondary (alpha helices and beta sheets), tertiary (three-dimensional
folding), and quaternary (assembly of multiple polypeptide chains). Each
level contributes to the protein's overall shape and function.



Why is understanding protein structure important in
biochemistry education?

Understanding protein structure is essential because structure determines
function. In biochemistry, knowing how proteins fold and interact allows
students to comprehend enzyme mechanisms, signal transduction, and molecular
recognition, which are foundational concepts for advanced studies and
research.

How does POGIL promote critical thinking about
protein function?

POGIL promotes critical thinking by encouraging students to analyze data,
make predictions, and draw conclusions through collaborative group work and
guided questions. This method helps students actively construct knowledge
about protein function rather than passively receiving information.

What role do hydrogen bonds play in protein secondary
structure?

Hydrogen bonds stabilize protein secondary structures such as alpha helices
and beta sheets by forming between backbone atoms. These interactions help
maintain the protein's shape and are essential for its stability and
function.

How can POGIL activities help students understand
enzyme—-substrate specificity?

POGIL activities often include models and guided questions that illustrate
the lock-and-key or induced fit models. Through these activities, students
explore how the shape and chemical properties of the active site determine
substrate binding and specificity.

What are common challenges students face when
learning protein structure and function through
POGIL?

Some challenges include difficulty visualizing complex 3D structures,
understanding abstract concepts like folding dynamics, and applying
theoretical knowledge to real-world biochemical problems. POGIL addresses
these by using models, stepwise inquiry, and peer collaboration to enhance
comprehension.

Additional Resources

1. POGIL Activities for Protein Structure and Function

This book offers a comprehensive collection of Process Oriented Guided
Inquiry Learning (POGIL) activities focused on protein structure and
function. It guides students through interactive exercises that build a deep
understanding of protein folding, bonding, and functional roles in biological
systems. Ideal for instructors seeking to enhance active learning in
biochemistry or molecular biology courses.



2. Exploring Protein Structure through POGIL

Designed for undergraduate biochemistry students, this text uses POGIL
strategies to explore the complexities of protein architecture. Each activity
encourages critical thinking by engaging learners in data analysis, model
building, and hypothesis testing related to primary, secondary, tertiary, and
quaternary structures. It promotes a collaborative learning environment for
mastering protein function concepts.

3. Active Learning in Protein Biochemistry: A POGIL Approach

This resource integrates active learning techniques with protein
biochemistry, emphasizing structure—-function relationships. Through carefully
crafted POGIL activities, students investigate enzyme mechanisms, protein-—
ligand interactions, and the impact of mutations on function. The book
supports instructors in implementing inquiry-based learning to improve
comprehension and retention.

4. Protein Structure and Function: Guided Inquiry Learning Modules

Focusing on foundational and advanced topics, this book presents guided
inquiry modules that delve into the molecular details of proteins. Activities
cover amino acid properties, folding pathways, and the role of proteins in
cellular processes. It is an excellent supplement for courses seeking to
incorporate student-centered learning approaches.

5. POGIL for Molecular Biology: Protein Dynamics and Function

This title bridges molecular biology concepts with POGIL methodologies,
emphasizing protein dynamics and their functional implications. Students
engage in interactive tasks that illustrate conformational changes, signaling
pathways, and protein complexes. The approach encourages teamwork and
analytical skills essential for understanding molecular mechanisms.

6. Interactive Protein Science: POGIL Activities for Life Sciences

Aimed at life science students, this book provides interactive POGIL
activities that clarify protein structure-function relationships through
real-world examples. Topics include enzyme kinetics, allosteric regulation,
and membrane proteins. The activities foster a deeper appreciation of
proteins’ roles in health and disease.

7. Understanding Proteins: A POGIL-Based Curriculum

This curriculum guide offers a structured series of POGIL exercises designed
to build knowledge progressively about protein chemistry and biology. It
includes assessment tools and instructor notes to facilitate effective
teaching. The focus is on promoting conceptual understanding through
collaborative problem-solving.

8. Protein Function and Structure: Inquiry-Based Learning with POGIL

This book emphasizes inquiry-based learning to explore protein functions in
various biological contexts. Students analyze data, interpret structural
models, and connect molecular features to physiological roles. It is suitable
for both introductory and advanced courses in biochemistry and molecular
biology.

9. Biochemistry Through POGIL: Protein Structure Focus

This resource integrates POGIL activities specifically targeting protein
structure within the broader field of biochemistry. It encourages students to
construct knowledge about peptide bonds, folding motifs, and functional
domains through guided questions and group work. The book aims to make
complex biochemical concepts accessible and engaging.
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pogil protein structure and function: Protein Structure and Function Gregory A. Petsko,
Dagmar Ringe, 2004 Each title in the 'Primers in Biology' series is constructed on a modular
principle that is intended to make them easy to teach from, to learn from, and to use for reference.

pogil protein structure and function: BIOCHEMICAL PATHWAYS AND MOLECULAR
BIOLOGY ATLAS Dr. Vidyottma, Dr. S.K. Kataria, 2024-01-10 One of the most widely embraced
visual representations of data, known as charts, made its initial debut three decades ago. The
esteemed editor, Gerhard Michal, has recently authored a comprehensive publication that
encapsulates the intricate realm of metabolism, encompassing a wide range of metabolic processes,
presented in a visually appealing graphical representation complemented by detailed textual
elucidation. The literary composition maintains the inherent refinement and sophistication of the
graphical representation. The nomenclature of molecular entities is meticulously rendered in a
visually appealing typeface, characterised by its sharpness and legibility. Furthermore, the depiction
of structural formulas exhibits an exceptional level of lucidity, ensuring optimal comprehension and
comprehension. The utilisation of colour coding fulfils a multitude of objectives within the realm of
enzymology. It serves as a means to discern and discriminate between various entities such as
enzymes, substrates, cofactors, and effector molecules. Additionally, it aids in identifying the specific
group or groups of organisms in which a particular reaction has been observed. Moreover, colour
coding plays a pivotal role in distinguishing enzymatic reactions from regulatory effects, thereby
enhancing clarity and comprehension in this intricate domain. The inherent benefits of
disseminating this information through the medium of a book are readily discernible

pogil protein structure and function: PROTEINS NARAYAN CHANGDER, 2024-03-27 Note:
Anyone can request the PDF version of this practice set/workbook by emailing me at
cbsenet4u@gmail.com. You can also get full PDF books in quiz format on our youtube channel
https://www.youtube.com/@smartquiziz. I will send you a PDF version of this workbook. This book
has been designed for candidates preparing for various competitive examinations. It contains many
objective questions specifically designed for different exams. Answer keys are provided at the end of
each page. It will undoubtedly serve as the best preparation material for aspirants. This book is an
engaging quiz eBook for all and offers something for everyone. This book will satisfy the curiosity of
most students while also challenging their trivia skills and introducing them to new information. Use
this invaluable book to test your subject-matter expertise. Multiple-choice exams are a common
assessment method that all prospective candidates must be familiar with in today?s academic
environment. Although the majority of students are accustomed to this MCQ format, many are not
well-versed in it. To achieve success in MCQ tests, quizzes, and trivia challenges, one requires
test-taking techniques and skills in addition to subject knowledge. It also provides you with the skills
and information you need to achieve a good score in challenging tests or competitive examinations.
Whether you have studied the subject on your own, read for pleasure, or completed coursework, it
will assess your knowledge and prepare you for competitive exams, quizzes, trivia, and more.

pogil protein structure and function: Handbook of Research on Critical Thinking
Strategies in Pre-Service Learning Environments Mariano, Gina ]., Figliano, Fred J., 2019-01-25
Learning strategies for critical thinking are a vital part of today’s curriculum as students have few
additional opportunities to learn these skills outside of school environments. Therefore, it is of
utmost importance for pre-service teachers to learn how to infuse critical thinking skill development
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in every academic subject to assist future students in developing these skills. The Handbook of
Research on Critical Thinking Strategies in Pre-Service Learning Environments is a collection of
innovative research on the methods and applications of critical thinking that highlights ways to
effectively use critical thinking strategies and implement critical thinking skill development into
courses. While highlighting topics including deep learning, metacognition, and discourse analysis,
this book is ideally designed for educators, academicians, researchers, and students.

pogil protein structure and function: Protein Structure Eshel Faraggi, 2012-04-20 Since the
dawn of recorded history, and probably even before, men and women have been grasping at the
mechanisms by which they themselves exist. Only relatively recently, did this grasp yield anything of
substance, and only within the last several decades did the proteins play a pivotal role in this
existence. In this expose on the topic of protein structure some of the current issues in this scientific
field are discussed. The aim is that a non-expert can gain some appreciation for the intricacies
involved, and in the current state of affairs. The expert meanwhile, we hope, can gain a deeper
understanding of the topic.

pogil protein structure and function: Introduction to Proteins Amit Kessel, Nir Ben-Tal,
2010-12-17 As the tools and techniques of structural biophysics assume greater roles in biological
research and a range of application areas, learning how proteins behave becomes crucial to
understanding their connection to the most basic and important aspects of life. With more than 350
color images throughout, Introduction to Proteins: Structure, Function, and Motion presents a
unified, in-depth treatment of the relationship between the structure, dynamics, and function of
proteins. Taking a structural-biophysical approach, the authors discuss the molecular interactions
and thermodynamic changes that transpire in these highly complex molecules. The text incorporates
various biochemical, physical, functional, and medical aspects. It covers different levels of protein
structure, current methods for structure determination, energetics of protein structure, protein
folding and folded state dynamics, and the functions of intrinsically unstructured proteins. The
authors also clarify the structure-function relationship of proteins by presenting the principles of
protein action in the form of guidelines. This comprehensive, color book uses numerous proteins as
examples to illustrate the topics and principles and to show how proteins can be analyzed in multiple
ways. It refers to many everyday applications of proteins and enzymes in medical disorders, drugs,
toxins, chemical warfare, and animal behavior. Downloadable questions for each chapter are
available at CRC Press Online.

pogil protein structure and function: Proteins: Structure and Function Albert Light, 1974

pogil protein structure and function: Protein Structure — Function Relationship D.L. Smith,
Z.H. Zaidi, 2012-12-06 Although many pursue understanding of the relationship between protein
structure and function for the thrill of pure science, the pay-off in a much broader sense is the ability
to manipulate the Earth's chemistry and biology to improve the quality of life for mankind.
Immediately goals of this area of research include identification of the life-supporting functions of
proteins, and the fundamental forces that facilitate these functions. Upon reaching these goals, we
shall have the understanding to direct and the tools required to implement changes that will
dramatically improve the quality of life. For example, under standing the chemical mechanism of
diseases will facilitate development of new therapeutic drugs. Likewise, understanding of chemical
mechanisms of plant growth will be used with biotechnology to improve food production under
adverse climatic conditions. The challenge to understand details of protein structure/function
relationships is enormous and requires an international effort for success. To direct the chemistry
and biology of our environment in a positive sense will require efforts from bright, imaginative
scientists located throughout the world. Although the emergence of FAX, e-mail, and the World Wide
Web has revolutionized international communication, there remains a need for scientists located in
distant parts of the world to occasionally meet face to face.

pogil protein structure and function: Proteins David Whitford, 2013-04-25 Proteins:
Structure and Function is a comprehensive introduction to the study of proteins and their
importance to modern biochemistry. Each chapter addresses the structure and function of proteins



with a definitive theme designed to enhance student understanding. Opening with a brief historical
overview of the subject the book moves on to discuss the ‘building blocks’ of proteins and their
respective chemical and physical properties. Later chapters explore experimental and computational
methods of comparing proteins, methods of protein purification and protein folding and stability. The
latest developments in the field are included and key concepts introduced in a user-friendly way to
ensure that students are able to grasp the essentials before moving on to more advanced study and
analysis of proteins. An invaluable resource for students of Biochemistry, Molecular Biology,
Medicine and Chemistry providing a modern approach to the subject of Proteins.

pogil protein structure and function: The Proteins Composition, Structure, and Function V4
Hans Neurath, 2012-12-02 The Proteins: Composition, Structure, and Function, Second Edition,
Volume IV covers the significant developments in understanding the relationships between the
composition, structure, and function of proteins. This three-chapter volume deals first with the
genetic determination of protein structure and with the effects of mutational alteration on the
structure and function of proteins. A highly relevant aspect of this topic is the change in protein
structure during evolution and cell development. The second chapter describes the basic structure
of several glycoproteins, such as orosomucoid, egg albumin, and submaxillary gland glycoprotein.
The third chapter highlights the features of composition and arrangement of the group protein,
which impart the capacity to perform their physical function. This book is of value to organic
chemists, biochemists, and researchers in the protein-related fields.

pogil protein structure and function: ,

pogil protein structure and function: Proteins James J. L'Italien, 2012-12-06 This volume
surveys the current status of many of the important methods and approaches which are central to
the study of protein structure and function. Many of the articles in this volume are written to
emphasize the general utility of the method or approach which is at its core, and to provide
sufficient literature references to enable the reader to adapt the method or approach to other
applications. It is hoped that this volume will provide a source from which newcomers as well as
experienced scient ists may becom& more familiar with recent developments and future trends in
some of the important areas of protein research. The articles which comprise this book are selected
proceedings from the Symposium of American Protein Chemists, which was held in San Diego,
California, September 30 to October 3, 1985. The goal of the organizers of this first symposium was
to provide a forum for discussion and inter action among scientists whose interests span the broad
spectrum of protein structure and function research. The concept and timing of the symposium well
received as evidenced by the approximately 500 delegates to the was symposium. The inaugural
meeting was marked by a strong scientific pro gram with over 140 papers presented in either a
lecture or poster format.

pogil protein structure and function: Introduction to Proteins Amit Kessel, Nir Ben-Tal,
2018-03-22 Introduction to Proteins provides a comprehensive and state-of-the-art introduction to
the structure, function, and motion of proteins for students, faculty, and researchers at all levels.
The book covers proteins and enzymes across a wide range of contexts and applications, including
medical disorders, drugs, toxins, chemical warfare, and animal behavior. Each chapter includes a
Summary, Exercises, and References. New features in the thoroughly-updated second edition
include: A brand-new chapter on enzymatic catalysis, describing enzyme biochemistry, classification,
kinetics, thermodynamics, mechanisms, and applications in medicine and other industries. These are
accompanied by multiple animations of biochemical reactions and mechanisms, accessible via
embedded QR codes (which can be viewed by smartphones) An in-depth discussion of
G-protein-coupled receptors (GPCRs) A wider-scale description of biochemical and biophysical
methods for studying proteins, including fully accessible internet-based resources, such as databases
and algorithms Animations of protein dynamics and conformational changes, accessible via
embedded QR codes Additional features Extensive discussion of the energetics of protein folding,
stability and interactions A comprehensive view of membrane proteins, with emphasis on
structure-function relationship Coverage of intrinsically unstructured proteins, providing a complete,



realistic view of the proteome and its underlying functions Exploration of industrial applications of
protein engineering and rational drug design Each chapter includes a Summary, Exercies, and
References Approximately 300 color images Downloadable solutions manual available at
www.crcpress.com For more information, including all presentations, tables, animations, and
exercises, as well as a complete teaching course on proteins' structure and function, please visit the
author's website. Praise for the first edition This book captures, in a very accessible way, a growing
body of literature on the structure, function and motion of proteins. This is a superb publication that
would be very useful to undergraduates, graduate students, postdoctoral researchers, and
instructors involved in structural biology or biophysics courses or in research on protein
structure-function relationships. --David Sheehan, ChemBioChem, 2011 Introduction to Proteins is
an excellent, state-of-the-art choice for students, faculty, or researchers needing a monograph on
protein structure. This is an immensely informative, thoroughly researched, up-to-date text, with
broad coverage and remarkable depth. Introduction to Proteins would provide an excellent basis for
an upper-level or graduate course on protein structure, and a valuable addition to the libraries of
professionals interested in this centrally important field. --Eric Martz, Biochemistry and Molecular
Biology Education, 2012

pogil protein structure and function: Protein Structure and Function , 1960

pogil protein structure and function: Trends in Teaching Experimentation in the Life
Sciences Nancy ]. Pelaez, Stephanie M. Gardner, Trevor R. Anderson, 2022-05-11 This book is a
guide for educators on how to develop and evaluate evidence-based strategies for teaching
biological experimentation to thereby improve existing and develop new curricula. It unveils the
flawed assumptions made at the classroom, department, and institutional level about what students
are learning and what help they might need to develop competence in biological experimentation.
Specific case studies illustrate a comprehensive list of key scientific competencies that unpack what
it means to be a competent experimental life scientist. It includes explicit evidence-based guidelines
for educators regarding the teaching, learning, and assessment of biological research competencies.
The book also provides practical teacher guides and exemplars of assignments and assessments. It
contains a complete analysis of the variety of tools developed thus far to assess learning in this
domain. This book contributes to the growth of public understanding of biological issues including
scientific literacy and the crucial importance of evidence-based decision-making around public
policy. It will be beneficial to life science instructors, biology education researchers and science
administrators who aim to improve teaching in life science departments. Chapters 6, 12, 14 and 22
are available open access under a Creative Commons Attribution 4.0 International License via
link.springer.com.

pogil protein structure and function: Protein Structure-Function Relationships in Foods
Rickey Y. Yada, R.L. Jackman, 2012-12-06 Food proteins constitute a diverse and complex collection
of biological macro molecules. Although contributing to the nutritional quality of the foods we con
sume, proteins also act as integral components by virtue of their diverse functional properties. The
expression of these functional properties during the preparation, processing and storage of foods is
largely dictated by changes to the structure or structure-related properties of the proteins involved.
Therefore, germane to the optimal use of existing and future food protein sources is a thorough
understanding of the nature of the relationships between structure and function. It is the goal of this
book to aid in better defining these relationships. Two distinct sections are apparent: firstly, those
chapters which address struc ture-function relationships using a variety of food systems as examples
to demonstrate the intricacies of this relationship, and secondly, those chapters which discuss
techniques used to either examine structural parameters or aid in establishing quantitative
relationships between protein structure and function. The editors would like to thank all
contributors for their assistance, co-operation and, above all, their patience in putting this volume
together, and the following companies/organizations for their financial support without which it
would not have been the success it was: Ault Foods Limited, Best Foods Canada Limited, Natural
Sciences and Engineering Research Council of Canada, Ontario Ministry of Agriculture and Food,



Quest International Canada Inc., and University of Guelph. R.Y.Y. R.LJ.

pogil protein structure and function: Frontiers in Protein Structure, Function, and
Dynamics Dev Bukhsh Singh, Timir Tripathi, 2020-07-02 This book discusses a broad range of basic
and advanced topics in the field of protein structure, function, folding, flexibility, and dynamics.
Starting with a basic introduction to protein purification, estimation, storage, and its effect on the
protein structure, function, and dynamics, it also discusses various experimental and computational
structure determination approaches; the importance of molecular interactions and water in protein
stability, folding and dynamics; kinetic and thermodynamic parameters associated with
protein-ligand binding; single molecule techniques and their applications in studying protein folding
and aggregation; protein quality control; the role of amino acid sequence in protein aggregation;
muscarinic acetylcholine receptors, antimuscarinic drugs, and their clinical significances. Further,
the book explains the current understanding on the therapeutic importance of the enzyme dopamine
beta hydroxylase; structural dynamics and motions in molecular motors; role of cathepsins in
controlling degradation of extracellular matrix during disease states; and the important
structure-function relationship of iron-binding proteins, ferritins. Overall, the book is an important
guide and a comprehensive resource for understanding protein structure, function, dynamics, and
interaction.

pogil protein structure and function: Introduction to Protein Structure Carl Ivar
Branden, John Tooze, 2012-03-26 The VitalBook e-book of Introduction to Protein Structure, Second
Edition is inly available in the US and Canada at the present time. To purchase or rent please visit
http://store.vitalsource.com/show/9780815323051Introduction to Protein Structure provides an
account of the principles of protein structure, with examples of key proteins in their bio

pogil protein structure and function: Modern NMR Spectroscopy in Education David
Rovnyak, 2007 This book is intended to be a comprehensive resource for educators seeking to
enhance NMR-enabled instruction in chemistry. This book describes a host of new, modern
laboratories and experiments.

pogil protein structure and function: Structure-Function Properties of Food Proteins Lance
G. Phillips, 2013-10-22 The functional properties of food proteins affect behavior in food systems and
influence the quality attributes, structure, texture, mouth-feel, and flavor of the final product. These
attributes are precisely those with which food engineers and technologists are concerned when
developing new products. This innovative book provides an overview of the physical properties of
proteins and how dynamic changes in conformation, structural changes, and protein-protein
interactions are involved in the performance of particular functional properties such as gelation,
emulsification, and foaming properties. Models used include B-Lactoglobulin, soy, and meat
proteins.
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